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First report of Pepper yellow vein Mali virus associated
with pepper yellow vein disease in Cote d’lvoire
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In Mali (Zhou et al., 2008) and Burkina Faso (Tiendrébéogo et al., 2008),
pepper yellow vein disease (PYVD) is associated with the African
monopartite begomovirus Pepper yellow vein Mali virus (PepY VMLYV).

In January 2012 and August 2013, severe yellowing, leaf curling and
deformation symptoms (Fig. 1), resembling those of PYVD were observed
on pepper (Capsicum spp.) across Cote d'Ivoire (Table 1). Twenty leaf
samples from pepper plants with symptoms were collected and tested for
the presence of begomoviruses using a PCR assay with a set of degenerate
primers designed to amplify the coat protein gene of Old World
begomoviruses (Seka ez al., 2016). PCR products of the expected size were
obtained from seven samples, suggesting the presence of Old World
monopartite begomoviruses (Table 1).

PCR-positive samples were further processed and viral genome sequences
were amplified from three samples (Table 1) by rolling-circle
amplification, cloned using the restriction enzyme BamHI and sequenced.
The three genome sequences were 2,786 nucleotides in length (GenBank
Accession Nos. KY271075-KY271077) and showed the highest pairwise
sequence identity, 98 to 99%, with PepY VMLYV isolates from Burkina Faso
(PepYVMLV-[BF:Oua:sweet  pepperl:08]; FM876849) and Mali
(PepYVMLV-[ML:03]; AY502935). A maximum-likelihood phylogenetic
tree constructed with publicly available begomovirus genome sequences
(MEGAG; Tamura et al., 2013), confirmed the genetic relationship of the
Cote d'Ivoire isolates of PepYVMLV with isolates from neighbouring
Burkina Faso and Mali (Fig. 2).

To our knowledge, this is the first report of PepYVMLYV associated with
PYVD in Céte d’Ivoire. Our results confirm the geographical distribution
of PepYVMLYV in West Africa and the close genetic relationship of this
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PepYVMLV-[CI:Tou:C129:12]

viral population (Tiendrébéogo et al., 2008).
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Table 1. Origin of pepper samples sampledin Cte dvoire and results of PCR testing.
PepYVMLV-[CI:Kor:CI57:12]

Date of sampling GPS coordinates PCR
(dd/mm/s Li diagnosis

PepYVMLV-[CL:Tou:CI30:12] Sample  Locality! Region

FM876849-PepYVMLV-[BF:Oua:SPe1:08] c
AY502935-PepYVMLV-[ML:03]

Yamoussoukro  Centre
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CI30¢ Toumodi Centre
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AM491778 ToLCSCV-[SC:Mah:07] €159 Dabou South ’
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DQ127170 ToLCUV-[UG:Iga:05] cl63 Abidjan South
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F1685621 TOLCNGV-[NG:06] o Toumodi  Centre =

HE659516 ToLCCMV-[CM: Fon: TFB17] ciiho.  Totmod (Geat =
crios Abidjan South

AY502936 ToLCMLV-[ML] Cl09  Abidjan South =
AM701765 ToLCDIV-[MG:Nam:01] EILLS Adzopé Soak

AF350330 ThLCZV-[ZW]
AF261885 ToCSV-[ZA:0nd:98]
553251 ToLCV-[AU]

1Each sample corresponds to a distinct leaf from a different plant
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-[Cote d'Tvoire: Toumodi:CI29:2012]; GenBank Accession No.
*PepYVMLV-[Cote d'Ivoire: Toumodi:Cl]
PepYVMLV-[Cote d'Ivoire:Korhogo:CIS7:2

); GenBank Accession No.
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